Figure1S (Supplementary Information. Genetic map of H. annuus. All markers are simple sequence repeats
(SSRs). Markers followed by species names in parentheses (ano = anomalus, des = deserticola, par = paradoxus,
and pet = petiolaris) are informative and map to the same linkage group in the listed species. Numbers

to the left of each linkage group refer to genetic distance (cM). Double/bracketed arrows indicate the location of
inferred chromosomal inversions that appear to be unique to H. annuus.
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Figure 2S (Supplementary Information. Genetic map of H. anomalus. Markers beginning with ORS are simple
sequence repeats (SSRs), those beginning with AFP are AFLPs, and those beginning with RPD are RAPDs. Markers
followed by species names in parentheses (ann = annuus, des = deserticola, par = paradoxus, and pet = petiolaris)

are informative and map to the same linkage group in the listed species. Numbers to the left of each linkage group refer

to genetic distance (cM). Single arrows indicate the location of inferred chromosomal breakages/fusions that are
necessary to account for the account for differences between this map and that of H. annuus (Figure 1S). Letters
(A,B,C) following some linkage groups indicate fragmented linkage groups, with fragments homologous to the top of
the H. annuus linkage group designated "A", the next highest fragment labeled "B", and so forth.
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Figure 3S (Supplementary Information. Genetic map of H. deserticola. Markers beginning with ORS are simple
sequence repeats (SSRs), those beginning with AFP are AFLPs, and those beginning with RPD are RAPDs. Markers

followed by species names in parentheses (ann = annuus, ano = anomalus, par = paradoxus, and pet

= petiolaris)

are informative and map to the same linkage group in the listed species. Numbers to the left of each linkage group refer
to genetic distance (cM). Single arrows indicate the location of inferred chromosomal breakages/fusions that are
necessary to account for the account for differences between this map and that of H. annuus (Figure 1S). Letters
(A,B,C) following some linkage groups indicate fragmented linkage groups, with fragments homologous to the top of
the H. annuus linkage group designated "A", the next highest fragment labeled "B", and so forth.
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Figure 4S (Supplementary Information. Genetic map of H. paradoxus. Markers beginning with ORS are simple
sequence repeats (SSRs), those beginning with AFP are AFLPs, and those beginning with RPD are RAPDs. Markers
followed by species names in parentheses (ann = annuus, des = deserticola, par = paradoxus, and pet = petiolaris)

are informative and map to the same linkage group in the listed species. Numbers to the left of each linkage group refer

to genetic distance (cM). Single arrows indicate the location of inferred chromosomal breakages/fusions that are
necessary to account for the account for differences between this map and that of H. annuus (Figure 1S). Letters
(A,B,C) following some linkage groups indicate fragmented linkage groups, with fragments homologous to the top of
the H. annuus linkage group designated "A", the next highest fragment labeled "B", and so forth.
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Figure 5S (Supplementary Information. Genetic map of H. petiolaris. Markers beginning with ORS are simple
sequence repeats (SSRs), those beginning with AFP are AFLPs, and those beginning with RPD are RAPDs. Markers
followed by species names in parentheses (ann = annuus, ano = anomalus, par = paradoxus, and pet = petiolaris)

are informative and map to the same linkage group in the listed species. Numbers to the left of each linkage group refer

to genetic distance (cM). Single arrows indicate the location of inferred chromosomal breakages/fusions that are
necessary to account for the account for differences between this map and that of H. annuus (Figure 1S). Double/
bracketed arrows indicate the location of inferred chromosomal inversions that appear to be unique to H. petiolaris.
Letters (A,B,C) following some linkage groups indicate fragmented linkage groups, with fragments homologous to the
top of the H. annuus linkage group designated "A", the next highest fragment labeled "B", and so forth.
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57.7 ORS1124(par)
\_ ORS0128(ano)
59.4 — ORS1076(par)
1 |ORS1200(par)
L1\ /ORS0578(ano)
61.1 7_\ ORS1267(par)
64.4 ORS1040A(ann,ano)
gl
ann,par
02 /) NGaRizi7
34 11 Y RPD399-.55
82.1 | [ RPDC18(ano)
94.5 ——— ORS0160(ano)
97.6 —<—— RPD227-1.05(ano)
LG16B

0.0 —{— ORS0984(ano)

16.3

RPD245(ano)

21.3 ——— RPD227-.65

2267

24.0

N\ ORS1147(ano, des)
ORS1097

32.7 ——+— RPDD5-.7

35.2 — [~ ORS0519(ann, par)
41.5 ~| |~ ORS1065
42.8 —T [ ORS0847(ano)
46.6 ORS0656(ann,ano)
49.2 — [~ ORS0686(ano)
53.0 | ™ ORS1012(ann)
58.1 ORS1267(ano)
65.7 RPD241-1.8(ano)
70.2 ORS0718
76.2 ORS0801
81.5 RPD415-.95
85.8 RPDR16-.8

102.7 ——— ORSO0615(ano)

LG12A-14B

0.0 —{T— RPD25ef-.7(ano)
3.9 — [— RPD487-.65
9.8 ORS0557
17.8 RPD8A(ano)
23.2 ORS1023(ano)
RPDE4-.66
33.0\| |~ ORSO0714(ano)
— . ORS0615A(ann,ano,par)
38.1
NG
-1.0(ano
43.2 A\ ORS0671(ano,ann,par) ¢
457 T IN RPD399-.85(ano)
) | | |ORS1086(ann,ano,des,par)
51.2 <] [ ORs0191
64.6 ORS1180(ann,ano,par)
: ORS0832(ann,ano)
76.0 RPD196-.5(ano)
79.8 RPD219-1.3
83.6 RPDA7-.8
88.7 ——— ORS0481(ano)
LG16C
0.0 —{— RPD218-5
5.1 RPD266-.5
14.2 RPDA7-.75
19.2 ~J]_|L~ ORS0388(ano)
21.7 ORS1262(ano,des)
25.5 RPDE1-1.3(ano)
33.1 ~_|—~ ORS1198(ann,des)
34.4 1 \] ORS0749(ano)
) ORS0378(ann)
41.9 ORS0311(des)
457 ORS1176
54.5 RPD215-1.8
64.6 ORS1021(ano,des)
69.8 ——— RPDB7-.6

LG13-17AB

)

0.0 —{|— ORS0045(ann)
5.4 ~| |~ RPDB4-.55(ano)

11.7\

16.7 \ [

va RPD476-1.6
ORSO0511(ann,ano)

20.5 '\— RPD227-.7

23.0 AN

31.9 /
35.1

ORS1245(par)

.| ORS0728(ann)

24.3 7
25.6 /

ORS0730(ann,ano)

ORS1035(des)
ORS1267(ann,ano,par)

\OR80634(ann,ano)
\ORSOO47

ORS718(par)
38.2 RPDAB8-.35(ano)
54.6 ORS0799
61.5 RPDB7-1.6
76.0 ——— ORS1262(par)
LG17AB
0.0 —{— RPD345-1.4
9.7 RPD209-1.0(ano)
14.3 RPD295-.7
26.7 RPD103-.7
23_2\ /ORS1241(ann,ano)
\_ ORS0718
29.6 —I /< OR80632éano)

’ ORS0513(ann,ano)
35.9 ~/_|~ ORS0738(ann,ano)
40.9 N ORS334
459 ~ | | - ORS0671

\—/ ORS0169(ann,ano)
50.9 ~]10ORS0297(ann,ano,par)
/—\ ORS0170(ann,ano)
53.4 RPD220-1.1
63.5 RPDD2-.6
75.0 RPD261-1.2
83.8 ——— RPDtr1-.8



